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INTRO

PBLP stands for "Plasmodium BEM46-like
protein" Discovered by Dr. Groat Carmona
(2015).

Expressed throughout all life malarial
parasite life stages and modulates the
replication of invasive forms.

PROJECT OVERVIEW

« The big question: what does
PBLP catalyze?

 The problem: PBLP is hard to
purity.

PREVIOUS WORK

« Steps we took: Used
truncated construct and
optimized purification.

What went wrong?: Low
protein concentration.

Computational
analysis

|

Transforming

The 1-49 truncation results in loss of
binding pocket, causing poor folding
and inaccurate specificity.
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RESULTS
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« 2 different reverse primers explored.

X5 reactions across 62-66°C tested.
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SANGER SEQUENICING

Expected amino acids were removed from plasmid
ORF for both reverse primer constructs.
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Best SwissDock results:
phosphatidylcholine docked to FL PBLP, with
a binding affinity of -4.017 kcal/mol.
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Run activity assays on
truncated products.
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