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= Malaria: A mosquito-borne illness responsible for thousands of
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= PBLP was able to be identified as a hydrolase...however we do not Y J from column acetate was observed. Orientation of PNP acetate in the active site

open doors to the development of malaria treatments in the
future.
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Research ObIECtIVES 1 I | 3 .) e catalytically-dead mutant and both (+) and (-) control groups. The mutant had
 Computationally model the structure and substrate interactions unexpectedly higher PNPA activity than both the truncated strain and (+)
of PBLP Figure 5. Stage 1 SDS-PAGE results of both wildtype and mutant PBLP samples Figure 6. Stage 1 SDS-PAGE results of both wildtype and mutant PBLP after control. Observed results were inconsistent with expected findings, suggesting
collected pre-induction, after cell lysis, and in the pellet by-product of Nickel attempting to amplify PBLP expression in E. coli. Samples were derived possible contamination and/or experimental error of the assays.
. column chromatography. Minimally visible bands are observed in both cell from various stages of the purification and amplification protocol. No
* Produce adequate amounts of truncated PBLP in vitro. N . )
a lysate stages, and one band is visible in the pellet of the mutant. Bands of visible PBLP bands were expressed across both wildtype and mutant PBLP
. o . differing sizes were observed across both wild type and mutant PBLP samples, across flow-thru, wash, eluent, post-dialysis and concentrated stages of 0 o :
. !dentlfy .the substrate(s) that PBLP has affinity for to determine indicating the presence of non-targeted protein being amplified. the procedure. Conclusions & Future Directions
its function.
2nd Attempt (W/Protease Inhibitors) * Both attempts to produce PBLP and to identify PBLP’s
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* Addition of protease inhibitors showed to aid in protein
expression in the WT PBLP but not the knockout strain.
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e Additional refinement and investigation of the PBLP
production methodology is needed, given the lack of viable
success.
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Figure 2. Full length PBLP structure estimated by Alphafold and visualized with Position
Pymol. The substrate binding site of the full-length structure is observed to be =
elongated horizontally.
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% * Experimentation with alternate truncated strains.
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Figure 7. Stage 2 SDS-PAGE results of wildtype PBLP after amplification of Figure 8. Stage 2 SDS-PAGE results of mutant PBLP post-amplification in E.coli.
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