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Snails. The average time 1 contact with food (left): control (0 ppm
As) and arsenic-exposed (0.2 ppm As) Chinese mystery snails (CMS)
were measured across six time intervals. Arsenic-exposed snails

Objective

To determine whether acute arsenic [As(V)] exposure alters Figure 5: CMS GI tract dissection Setup and image of GI showed a significant reduction of food contact compared to the
the feeding behavior, movement, and food preference of tract. From left to right: dissection instruments used to 1solate the control t.reatment group, with only one arsenlf:-exposed sngul makmg
Chinese mystery snails by comparing behavioral responses  gastrointestinal (GI) tract, an intact snail prepared for dissection, and ~contact in the first 15 minutes. Boxplot showing total feeding time
across 0, 0.2, and 0.2ppm arsenic treatments. the excised GI tract used for downstream analyses. (right): 0.2 ppm arsenic spent significantly less time in contact with

food than control snails. P-value 0.02.
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