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 PBLP s found in Plasmodium yoelii parasites that * PBLP was successfully solubilized and recovered from
cause malaria(Groat-Carmona et al. 2015). STAGE 1: Initial PBLP expression, isolation, and purification = Unsuccessful (low yield of PBLP) the pellet.

 SDS-PAGE analysis supports that PBLP was localized in
inclusion bodies.

 Malaria treatment and cures are limited.
STAGE 2: Developedand tested a new protocol to solubilize PBLP from inclusion bodies and refold it.

Knockout of PBLP reduces Plasmodium mfectmty * Arelatively low recovery of PBLP from inclusion bodies
(Groat-Carmona et al. 2015). PBLP can be a potential implies incomplete solubilization.
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 Redesign the PBLP expression plasmid to improve
proteinyield.
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adapted from Torres-Paris et al. (2023) for unfolding and refolding PBLP to release it from inclusion bodies in Stage 2.

EXPERIMENTAL RESULTS

 Develop a more efficient protein extraction protocol.
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perfectly in the binding pocket of the full-length PBLP. (B) The catalytic serine Fig. 7. (A) Left: Total activity towards PNP-acetate in Stage (ST)1WT, ST 1S153N, and ST 2 WT. ST 1S153N had higher enzyme activity than ST 1WT. ST 2 WT (UPA). Journal of Biological Chemistry. 299(10):105179-105179.
(S153)is close to and interacts with the Oxygen atom of the electrophile of P- had higher activity than ST 1WT. Right: Chemical structure of PNP-acetate. (B) Left: Total activity towards PNP-butyrate in ST 1WT, ST 1S153N, and ST 2 WT. doi:10.1016/].jbc.2023.105179.

nitrophenyl Palmitate. (C) Chemical structure of P-nitrophenyl Palmitate. ST 1S153N had higher enzyme activity than ST 1WT. ST 2 WT had higher activity than ST 1WT. Right: Chemical structure of PNP-butyrate.
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